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Mass AT cAS: (110178 Save As New ] o
RT: 513
ChemSpider. Update Selected
Fomuia:  CAH404. METLIN. 3242 o
Delete Selected
lontype KEGG: CD0122 oH
® Neutral HMP:  HMDBOD134
Arion LMP Notes:  Endogenous Metaboite -
Cation hitp://dbk ch.umist ac.uk/ExactMasses him
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Aconttc acid CEHE06 1740164 | m 6.100 | 499127 3300 HMDBOOO72 | CO0417 e
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L-Lactate 90,0317 283 1078822 7874230 0.5 4 E
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