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RADH, ZEE Panel HERBBESIBEMIVAIGREERRA RN SIEILER
TR 1z ARSI NEART RN TR, GIERZERTSE (SNVs). #N
L Z (CNVs). HEN/ERSK (indels). Z1I (TLs) MEFARE, UNMEREEYIREY)
BRI AT (TMB) FI B2 RBEM (MS)). ZERA Panel HEE 679 NEFEHI DNA
RRAMEE 80 NERRI RNA BIRARK, GITATERT AN, S MEREA LIS
FHTHM, AT UER— R TR S MERE RS EHTTEHANE,

SureSelect Cancer CGP 2 MIEFAE LBIEMERE Agilent SureSelect XT HS2 SCEHI&EA]
BRI AT LM, ZAM A AT RFIRIRN 900 DHRRFE, FAEME 10ng
WicteE, UNATERFNFEENSE B TERE. AAERL, Z0NESIEEsT
FE&th, TEYIBEITNEGE. [ Agilent Magnis NGS XERI& ARG AKIES LIERIZ
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2. SureSelect Cancer CGP 189 tH & 5 IR A LI R EE SRR E &=

A. SureSelect Cancer CGP #ul 5 B R Bt Nl 2 18] E EFEARK I AE H F 5 E 73 tbAB . B. XIF SureSelect Cancer CGP #&3l, BEHATFEZETF 100X, 300X #
500X BEFMEEAMAELLFIES. C. Fold-80 WETH, —MERY—MNEEIRE, TIiE4G SureSelect Cancer CGP Ml 3RMERY Fold-80 ERN LRI E =
195, D. {8 Agilent 4200 TapeStation ZZENIE 42 > DNA F281E (DIN) 3 3-7 B9 FFPE 5, OTEBEE RIEGKENTHIEER, 93% WERNTHYES
FKRFTHET 100X, 88% WFIYEERATRET 200X, RAEBRERNEEE, MEBIIEAR. Agilent OneSeq £tk DNA. &M ($75 5190-8850) (A. B #1C)
FIFI4A FFPE £ (D) AP42EXAY 50 ng DNA FRBRHIERAVEIGHTT 7 A8, FH1E lllumina HiSeq4000 B¢ NextSeq500 X288 Lt 1T, KRB TRIEZ 6 Gb
(40M 2 x 150 bp BEHFES) LUBF 9. ERAERE Panel SEARSCHHENFIETR, HE SureSelect Cancer CGP &MY 679 M EEFMERE | 89 523 MEE



KA =R 5 B — B

£ 1. SureSelect Cancer CGP MiNB] EE MM EBEZEHELTE (SNVs). fEA (ins.). K (del) FUXE 5% TREMEFEINEK (VAF) RIENHT R (CNV), 7E lllumina
HiSeq4000 MFE{Y 3T 50 ng Horizon Discovery 4549 82 LbAT#E gDNA (HD753) AT AR, SSAERNIEIREFEIE TRIEE 6 Gb (40 M 2 x 150 bp 1=,
F5) , FHERRIPF LN SNP IR TADRER, WNFUERMERR=AESWNNFIIE, ERERBERNFRNBIREESR

ZR = =il TR E SRR MM ERIRE
AKT1 E17K SNV 5.0% 5.5%
BRAF V600E SNV 18.2% 15.8%
BRCA2 K1691Nfs*15 1 bp del. 5.6% 4.5%
EGFR G719S SNV 5.3% 4.3%
EGFR V769_D770insASV 9 bpins. 5.6% 4.0%
EGFR AE746-A750 15 bp del. 5.3% 1.8%
FBXW7 S668Vfs*39 1 bp del. 5.6% 47%
FLT3 P986Afs*27 2 bp del. 5.6% 6.6%
GNAT1T Q209L SNV 5.6% 5.5%
KRAS G13D SNV 5.6% 4.9%
MET L238Yfs*25 1 bp del. 2.5% 2.9%
MET rig CNV 530 53201
N-MYC iig CNV 10 #M 10 #0
NOTCH1 P668S SNV 5.0% 4.0%
PIK3CA E545K SNV 5.6% 4.6%
PIK3CA H1047R SNV 16.7% 14.7%

& 2. SureSelect Cancer CGP 1 IBEH% A Se st M BE T 5 A AT 4 TMB A MSI BB R, MSI ] TMB RSS2 A8 B asma, @ik
BRRNE (HC) BE AN BERTE (MSS) B @ ERHRKSN TMB F1 MSI 155, Ta MSI HRERKREH TMB fl MSI 1557, BERBCAEDITHESD. &
EfEE (MMR) 2E (MLH1-MutL BRI 1. PMS2-PMST [BEiRME 2. SBEMEERFMSD . MSH2-MutS BIJRIE 2. MSH6-MutS [EiRfA 6) 8 IHC REERETT X
e H R R BAI5EE (1) SRR (L) 1577 £5RKPATE SureSelect Cancer CGP #& AN IHC a2z ia], MSIIRESEAE BIFMAF4E

— 3&@id SureSelect Cancer CGP 1138 TMB 1 MSI IHC &R, MMR ER
TMB 1843 TMB RZS S EES ) MSIIRZS MLH1 PMS2 MSH2 MSH6

Colon_1 9.5 1K 15.6 MSS | I I I
Colon_2 8.0 15 13.6 MSS I I I I
Colon_3 6.0 15 12.0 MSS I I I I
Colon_4 12.5 1K 14.9 MSS I I I I
Colon_5 10.0 & 15.3 MSS | I | I
Colon_6 9.0 1K 13.4 MSS | I I I
Colon_7 53.0 =] 57.5 MSI-H I I L L
Colon_8 59.0 = 64.5 MSI-H L L I I
Cecum_9 69.0 = 57.0 MSI-H L L I I
Colon_10 59.5 = 448 MSI-H I I L L
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£ 3. SureSelect Cancer CGP #MBTA ISR E DNA 1 RNA #2IA4 @AY 3L, A8 SureSelect Cancer CGP DNA #1 RNA @IS PO N EE R ALK ER S5 EAYFE N
FAATRE (NSCLC) BT, FMERMERTIEERA DNA KN R SMWERAM BN ZHFEIIHE, MERHFIINHESEN M E ALK M EML4
HERAFIZHFIIE, SENEHLNEEY DNA PRZUSEEH TN, (A STAR-Fusion 17l RNA B&iRHFS% M FFPE B &HIRENAY 50 ng DNA
RNA FEI2I61E 5. 7E lllumina HiSeq4000 L3 1T70IE, ISFRSEUEHE TREE 40 M 2 x 150 bp 3 (DNAKIM) 3% 10 M 2 x 150 bp i FE5  (RNA f23)

SureSelect Cancer CGP #ll: SureSelect Cancer CGP 3l :
Hope ALK/EMLA4 B DNA Panel RNA Panel
REVRE EARRHE ALK/EML4 Bb& MR FT
NSCLC-1 chr2:29224722/42275660 256 18 vkl 8
NSCLC-2 chr2:29223615/42297197 152 9 Liots] 23
NSCLC-3 chr2:29224445/42276523 154 14 vk 15
NSCLC-4 chr2:29223466/42317566 291 61 vkl 96

5. F9 ALK FEMERE SIVERRIRAIZAR (FISH) DTHRREEGER, HERS
7 3 B9 NGS £R—%. M Agilent SureFISH ALK Break-Apart 1R£1i#4T FISH, 3%
K ALK SOHEUSERNARES (§ik) HLABMNEREESHE Gk KRR
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B 6. 7£ Agilent Magnis NGS XEHI& R % EFshsi B4 SureSelect Cancer CGP X EREMAH BRI SMAQM L. £ Magnis E=RESIETT DNA 52
#E{E (DIN) 79 2-4 89 9 > FFPE £, DNA A ERN 50 ngo 1§3F FFPE BLLARRANER, SIEENZESILATE (QDNA) 4Bi2%  (Horizon Discovery, %S
HD753) MEELES AT fcDNA (%) 4A88% (Horizon Discovery, $25 HD799) = XEEin{TLUHITILR. A. SEEIRKIESMIRHEYI B LEF A
Bt TIERIZHIES. B. Fold-80 METINRER, FoflBt TIEREZIE—BE. RN Fold-80 ERNEEIIXIFHNEEFHS

£ 4. EEBIE Magnis NGS X EFIERFALEMM SureSelect Cancer CGP XEAH, IWRZE 5% TEEMERME (VAF) 9ZF (SNVs. HAFS&. CNVs) 890
MAEHBRIEI;, 3T 50 ng Horizon SEbini¥. &% ESiRE gDNA (Horizon Discovery, 585 HD753) fMEEZESLLAREE/RDMAIE DNA (Horizon
Discovery, 525 HD799) #f7=_REEMN, H7E lllumina NovaSeq 6000 125 E#H TN, BAIERNFEIREFEFIE TEEE 6 Gb (40 M 2 x 150 bp HEHE
Hl), FHEAASFLN SNPIRFITESH LR, LWNFMERMELRZREERNNFIHE, TMEREERNTRNEIREER

3 2R TR TRHA FRME (B E SR M E R SRE
AKT1 E17K SNV 5.0% 7%
BRAF V600E SNV 18.2% 18%
BRCA2 K1691Nfs*15 1 bp del. 5.6% 7%
EGFR V769_D770insASV 9 bpins. 5.6% 3%
EGFR AE746-A750 15 bp del. 5.3% 2%
EGFR G719S SNV 5.3% 6%
FBXW7 S668Vfs*39 1 bp del. 5.6% 5%

HD753 FLT3 P986Afs*27 2 bp del. 5.6% 5%
KRAS G13D SNV 5.6% 4%
MET L238Yfs*25 1 bp del. 2.5% 3%
MET g CNV 530 530
N-MYC 18 CNV 10#0 9EM
NOTCH1 P668S SNV 5.0% 5%
PIK3CA E545K SNV 5.6% 3%
PIK3CA H1047R SNV 16.7% 13%
BRAF V600E SNV 10.5% 14%
cKIT D816V SNV 10.0% 10%
EGFR G719S SNV 24.5% 22%

HD795 KRAS G13D SNV 15.0% 15%
KRAS G13D SNV 6.0% 5%
NRAS Q61K SNV 12.5% 1%
PIK3CA H1047R SNV 17.5% 18%
PIK3CA E545K SNV 9.0% 9%
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Search
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dministration ¥

Molecular Variants

e

€.1832C>A p.Ser611*
C4111CT p.GIn1371*

iles | MVL | €

figuration ¥

€.7397T>C p.Val2466Ala
€.7738C>T p.GIn2580*
FLT3 Gene information  Variantinformation = Managed variant lists ’m‘ Links  Previous occurrences  JAX - CKB
€.680C>T p.Thr227Met .
Annotations
KMT2C
€.2447dupA p.Tyr816% External databases HGVS nomenclature Quality
KRAS Clinvar clinical untested, pathogenic, pathogenic, HGVS cDNA-level NM_033360.4:¢.34G>T Allele frequency A=0.34732825
v | significance pathogenic, pathogenic, untested, nomenclature Call quality 255
L RIS pathogenic, probable pathocenic,  HGVS genomic-level  NC_000012.12:g.25245351C>A  Filter status PASS
MET pathogenic, nomenclature Genotype quality 8
€.3029C>T p.Thr1010lle = Clinvar Endometrial carcinoma, Non-small HGVS protein-level NP_203524.1:p.Gly12Cys Mapping quality M
disease cell lung carcinoma, Lung carcinoma, nomenclature Observed allele 2 0.347

Gene information Variant information

Managed variant lists

Annotati

ons Links

Previous occurrences | [ JAX - CKB

Molecular Profiles - nt level evidenc: 0) | Vvariant associated clinical trials (52)
(154)
e /! p T Therapy Approval Evidence AMP/CAP/ASCO AMP/CAP/ASCO .
A Tumor Type *  Type ¥ options ¥ name ¥ status ¥ type ¥ Evidence Level | Inferred Tier Efficacy evidence
KRAS Al46X Lungnensmall  sensitive  KRASGI2C  Sotorasib  FDA Actionable A 1 In 3 Phase 1 trial (CodeBreak 100) that supported FOA approval, Lumakras
KRAS AS9X cell carcinema inhibitor approved - i was well tol d and resulted in an objective response rate
KRAS E76% on... of 32.2% (19759, all partial responses), a disease control rate of 88.1% (52/59), and...
KRAS G12X Lung non-small sensitive KRAS G12C  Sotorasib Guideline Actionable A 1 subsequent therapy for patients
KRAS G12fs cell carcinema inhibitor In a Phase I trial (CodeBreak 100) that ncer harboring KRAS G12C
supported FDA approval, Lumakras
KRAS G13X =t " . (sotorasib) tmen well tolerated il i i
Lung non-small  sensitive Sorafenib  Phase Il Actionable B 1 Solorasih ). treatmert Was welltolerates ib) resulted in partial response
KRAS G15X cell carcinema and resulted in an objective response rate  § (25/57) of patients with KRAS-
KRAS K117X = of 32.2% (19/59, all partial responses), a 12 patients and PRin 3 patients...
Colorectal cancer  sensitive KRAS G12C  Adagrasib  PhaseIb/II | Actionable C I disease control rate of 88.1% (52/59), and  gag) treatment was well-tolerated
inhibitor median progression-free survival of 6.3 |cer patients harboring KRAS
months in patients with non-small cell (10/45, including 1...
Advanced Solid  predicted -  KRAS G12C  Sotorasib  Phasel Actionable | € it lung cancer harboring KRAS G12C who asib) treatment was well v
have received one or mare prior therapy B
(PMID: 32955176; NCT03600883). Analysis assessment change history
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SCIiHFE DNA HFmBYE R

100% E 8. SureSelect Cancer CGP #3lIBI 0385 DNA (cfDNA) BHE SRt EE®, BT 98% HIIR
FREKIFRNEREZE /D )T 100X, BT 92% MEEARXIERE D 300X. X 50 ng cfDNA StbiRtE
98% (Horizon Discovery, 2 HD780) #{T=REEHM, F7E llumina HiSeq4000 EMIF. KR
BRI TREE6Gb (40M2x150 bp REFT) . BFRESIRLFT, HHEERXKENEER
96%
94%
92%
90%
88%
cf_HD776 cf_HD777

Il 100x [ 300X Il 100x [ 300X

&R 5. FJLUTE cfDNA 2L R el S N B2 EHER T & (SNV) FIHEN/ErSk, Horizon Discovery £ | cfDNA BEAFFA S HERE )\ MNREMW SN2 SNVs, %
RERTEE 5% TREMEREINE (VAF) FERBEIE (cf_HD777-5%). X F AR (cIDNA_HD776-WT), FMFIMREIREAEERZEIY A 0% (FEERTIH)

HA i = TRHR TN ERE SRR M B E SRR
EGFR L858R SNV 5% 3%
EGFR T790M SNV 5% 5%
KRAS G12D SNV 5% 6%
NRAS Q61K SNV 5% 7%
PIK3CA E545K SNV 5% 4%
EGFR AE746-A750 15 bp Fisk 5% 3%
EGFR V769-D770insASV 9 bp #EA 5% 3%
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SureSelect Cancer CGP #2illl DNA + RNA iiFI& G9966A G9966B
SureSelect Cancer CGP #&ll DNA i & G9967A G9967B G9967C
SureSelect Cancer CGP #&ll RNA 7= G9968A G9968B G9968C
IR
FEmiER 16 XKL 96 R KL 96 RIREZ, BEh+*
SureSelect Cancer CGP 12 I#REr, DNA + RNA 5191-6990 5191-6991 5191-6992
SureSelect Cancer CGP #2#REr, DNA 5280-0035 5280-0036 5280-0037
SureSelect Cancer CGP #2il#R%t, RNA 5191-6996 5191-6997 5191-6998
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